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attttgggct 


tcgcttccac 


cgcaccagcc ggcctaccca 


gtccttccgg 


tatcgcgttg 


60 


ctcaggggct 


tttcaaccct 


ctgtcagtcg gaaaaccatc 


gccgaggccg 


tggggggact 


120 


cctatccatg gtgttgaagc 


gtcgagccga ctagggaacc 


tccttccccg 


ccaggatgga 


180 


agtcgcatca gtcgccgcct 


attgcgcggg ctgttcttcc 


ctgtgttctg 


ccgcccgctg 


240 


ccgcattcgc 


tgccctctgt 


ggcttttctg ctggctcgaa 


gatcggcctg 


gagcagcgac 


300 


gccaccgctg 


ggcaaggccg 


agactctgta ggcttcctcc 


gaatcccgtc 


gacctccagc 


360 


cgctgagcgc 


cgcggcccta 


cctgagagac tgtcaagaaa 


aaggagatgg 


agccggggac 


420 


aggcggatcg 


cggaaacggc 


ttggccctcg ggcgggcttc 


cggttctggc 


cacccttttt 


480 


ccctcggcga 


tcgcaagcag 


gctcttctaa gttcccgacg 


cctcttggcc 


cggaaaactc 


540 


cgggaacccc 


acactgcttt 


cctctgccca gcccgagact 


cgggtcagtt 


actggacgaa 


600 


actgctctcc 


cagctccttg 


cgccgctccc cggattgctt 


cagaaggtgc 


taatttggag 


660 


ccaacttttc 


ggtggaatgt 


ttccgaccag atggctagat 


tttgctggag 


tctacagcgc 


720 


cctgagagcc 


ctgaagggac 


gggagaaacc agccgccccc 


acagcgcaga 


aatctttgag 


780 


ttcgctgcag ctcgactcct 


cagacccctc ggtcaccagt 


ccccttgatt 


ggctagagga 


840 


ggggatccac 


tggcaatact 


cgcccccaga cctaaaattg 


gagcttaagg 


ccaagggaag 


900 


tgctttggac 


cctgcagcac 


aggcttttct cttagagcag 


cagctgtggg 


gagtggagct 


960 


gttgcccagt 


agccttcaat 


cccgtctgta ctctaaccgg 


gaacttggct 


cttcgccctc 


1020 



tgggcctcta 


aacattcaac 


gcatagacaa 


tttcagtgtg 


gtatcctatt 


tgctgaaccc 


1080 


ttcctacctg 


gactgctttc 


ctaggctaga 


agtcagctat 


cagaacagtg 


atggaaatag 


1140 


cgaggtagtc 


ggcttccaga 


cactaacccc 


agagagcagc 


tgcctgagag 


aggaccattg 


1200 


tcatccccag 


ccgctgagtg 


cagaactcat 


tccggcctcg 


tggcagggat 


gtccacctct 


1260 


ttctacggaa 


ggcctaccag 


aaattcacca 


tcttcgcatg 


aaacggctgg 


aattccttca 


1320 


acaggctaac 


aaggggcaag 


atttacccac 


ccctgaccag 


gataatggct 


accacagcct 


1380 


ggaggaggaa 


cacagccttc 


tccggatgga 


tccaaaacac 


tgcagagata 


acccaacaca 


1440 


gtttgttcct 


gctgctggag 


acattcctgg 


aaacacccag 


gaatccactg 


aagaaaaaat 


1500 


agaattatta 


actacagagg 


ttccacttgc 


tttggaagaa 


gagagccctt 


ctgagggctg 


1560 


tccatctagt 


gagataccta 


tggaaaagga 


gcctggagag 


ggccgaataa 


gtgtagttga 


1620 


ttactcatac 


ctagaaggtg 


accttcccat 


ttctgccaga 


ccagcttgta 


gtaacaaact 


1680 


gatagattat 


attttgggag 


gtgcatccag 


tgacctggaa 


acaagttctg 


atccagaagg 


1740 


tgaggattgg 


gatgaggaag 


ctgaggatga 


tggttttgat 


agtgatagct 


cactgtcaga 


1800 


ctcagacctt 


gaacaagacc 


ctgaagggct 


tcacctttgg 


aactctttct 


gcagtgtaga 


1860 


tccttataat 


ccccagaact 


ttacagcaac 


aattcagact 


gctgccagaa 


ttgttcctga 


1920 


agagccttct 


gattcagaga 


aggatttgtc 


tggcaagtct 


gatctagaga 


attcctccca 


1980 


gtctggaagc 


cttcctgaga 


cccctgagca 


tagttctggg 


gaggaagatg 


actgggaatc 


2040 


tagtgcagat 


gaagcagaga 


gtctcaaact 


gtggaactca 


ttctgtaatt 


ctgatgaccc 


2100 


ctacaaccct 


ttaaatttta 


aggctccttt 


tcaaacatca 


ggggaaaatg 


agaaaggctg 


2160 


tcgtgactca 


aagaccccat 


ctgagtccat 


tgtggccatt 


tctgagtgtc 


acaccttact 


2220 


ttcttgtaag 


gtgcagctgt 


tggggagcca 


agaaagtgaa 


tgtccagact 


cggtacagcg 


2280 


tgacgttctt 


tctggaggaa 


gacacacaca 


tgtcaaaaga 


aaaaaggtaa 


ccttccttga 


2340 


agaagttact 


gagtattata 


taagtggtga 


tgaggatcgc 


aaaggaccat 


gggaagaatt 


2400 


tgcaagggat 


ggatgcaggt 


tccagaaacg 


aattcaagaa 


acagaagatg 


ctattggata 


2460 


ttgcttgaca 


tttgaacaca 


gagaaagaat 


gtttaataga 


ctccagggaa 


catgcttcaa 


2520 


aggacttaat 


gttctcaagc 


aatgttgagt 


tggcagcctg 


tagtcctagc 


tagcatacac 


2580 


tacctcttac 


ctgagaggtg 


tcttttaaaa 


acaaatcttg 


gcagctgtcc 


tttgacattt 


2640 


ttttttttag 


aggaaatgta 


acttggatct 


agtttaattt 


ttttttttgc 


aacatatccc 


2700 


actcagaaac 


attcaggttt 


gaagccagcc 


ctgataatga 


aggatgaact 


agtgtgattt 


2760 



ctaatcctcc cttttttgat ttagttggat gtgcttttaa atgtcctttg cctgcatgag 2820 

gtggaaaggg gacctttttg agttgtcatt ttgcactttc aaaacttatt ttcttggaaa 2880 

acaatattta tagggcttaa agcccatttt catttctaat ctaaattatg tgtgcctatc 2940 

tg 2942 



<210> 2 

<211> 713 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Glu Pro Gly Thr Gly Gly Ser Arg Lys Arg Leu Gly Pro Arg Ala 
15 10 15 



Gly Phe Arg Phe Trp Pro Pro Phe Phe Pro Arg Arg Ser Gin Ala Gly 
20 25 30 



Ser Ser Lys Phe Pro Thr Pro Leu Gly Pro Glu Asn Ser Gly Asn Pro 
35 40 45 



Thr Leu Leu Ser Ser Ala Gin Pro Glu Thr Arg Val Ser Tyr Trp Thr 
50 55 60 



Lys Leu Leu Ser Gin Leu Leu Ala Pro Leu Pro Gly Leu Leu Gin Lys 
65 70 75 80 



Val Leu lie Trp Ser Gin Leu Phe Gly Gly Met Phe Pro Thr Arg Trp 
85 90 95 



Leu Asp Phe Ala Gly Val Tyr Ser Ala Leu Arg Ala Leu Lys Gly Arg 
100 105 110 



Glu Lys Pro Ala Ala Pro Thr Ala Gin Lys Ser Leu Ser Ser Leu Gin 
115 120 125 



Leu Asp Ser Ser Asp Pro Ser Val Thr Ser Pro Leu Asp Trp Leu Glu 
130 135 140 



Glu Gly lie His Trp Gin Tyr Ser Pro Pro Asp Leu Lys Leu Glu Leu 
145 150 155 160 



Lys Ala Lys Gly Ser Ala Leu Asp Pro Ala Ala Gin Ala Phe Leu Leu 
165 170 175 



Glu Gin Gin Leu Trp Gly Val Glu Leu Leu Pro Ser Ser Leu Gin Ser 
180 185 190 



Arg Leu Tyr Ser Asn Arg Glu Leu Gly Ser Ser Pro Ser Gly Pro Leu 
195 200 205 



Asn lie Gin Arg lie Asp Asn Phe Ser Val Val Ser Tyr Leu Leu Asn 
210 215 220 



Pro Ser Tyr Leu Asp Cys Phe Pro Arg Leu Glu Val Ser Tyr Gin Asn 
225 230 235 240 



Ser Asp Gly Asn Ser Glu Val Val Gly Phe Gin Thr Leu Thr Pro Glu 
245 250 255 



Ser Ser Cys Leu Arg Glu Asp His Cys His Pro Gin Pro Leu Ser Ala 
260 265 270 



Glu Leu lie Pro Ala Ser Trp Gin Gly Cys Pro Pro Leu Ser Thr Glu 
275 280 285 



Gly Leu Pro Glu lie His His Leu Arg Met Lys Arg Leu Glu Phe Leu 
290 295 300 



Gin Gin Ala Asn Lys Gly Gin Asp Leu Pro Thr Pro Asp Gin Asp Asn 
305 310 315 320 



Gly Tyr His Ser Leu Glu Glu Glu His Ser Leu Leu Arg Met Asp Pro 
325 330 335 



Lys His Cys Arg Asp Asn Pro Thr Gin Phe Val Pro Ala Ala Gly Asp 
340 345 350 



lie Pro Gly Asn Thr Gin Glu Ser Thr Glu Glu Lys lie Glu Leu Leu 
355 360 365 



Thr Thr Glu Val Pro Leu Ala Leu Glu Glu Glu Ser Pro Ser Glu Gly 
370 375 380 



Cys Pro Ser Ser Glu lie Pro Met Glu Lys Glu Pro Gly Glu Gly Arg 



385 390 395 400 

lie Ser Val Val Asp Tyr Ser Tyr Leu Glu Gly Asp Leu Pro He Ser 
405 410 415 



Ala Arg Pro Ala Cys Ser Asn Lys Leu He Asp Tyr He Leu Gly Gly 
420 425 430 

Ala Ser Ser Asp Leu Glu Thr Ser Ser Asp Pro Glu Gly Glu Asp Trp 
435 440 445 

Asp Glu Glu Ala Glu Asp Asp Gly Phe Asp Ser Asp Ser Ser Leu Ser 
450 455 460 

Asp Ser Asp Leu Glu Gin Asp Pro Glu Gly Leu His Leu Trp Asn Ser 
465 470 475 480 

Phe Cys Ser Val Asp Pro Tyr Asn Pro Gin Asn Phe Thr Ala Thr He 
485 490 495 

Gin Thr Ala Ala Arg He Val Pro Glu Glu Pro Ser Asp Ser Glu Lys 
500 505 510 

Asp Leu Ser Gly Lys Ser Asp Leu Glu Asn Ser Ser Gin Ser Gly Ser 
515 520 525 

Leu Pro Glu Thr Pro Glu His Ser Ser Gly Glu Glu Asp Asp Trp Glu 
530 535 540 

Ser Ser Ala Asp Glu Ala Glu Ser Leu Lys Leu Trp Asn Ser Phe Cys 
545 * 550 555 560 

Asn Ser Asp Asp Pro Tyr Asn Pro Leu Asn Phe Lys Ala Pro Phe Gin 
565 570 575 

Thr Ser Gly Glu Asn Glu Lys Gly Cys Arg Asp Ser Lys Thr Pro Ser 
580 585 590 

Glu Ser He Val Ala He Ser Glu Cys His Thr Leu Leu Ser Cys Lys 
595 600 605 

Val Gin Leu Leu Gly Ser Gin Glu Ser Glu Cys Pro Asp Ser Val Gin 
610 615 620 



Arg Asp Val Leu Ser Gly Gly Arg His Thr His Val Lys Arg Lys Lys 
625 630 " 635 640 

Val Thr Phe Leu Glu Glu Val Thr Glu Tyr Tyr lie Ser Gly Asp Glu 
645 650 655 

Asp Arg Lys Gly Pro Trp Glu Glu Phe Ala Arg Asp Gly Cys Arg Phe 
660 665 670 

Gin Lys Arg lie Gin Glu Thr Glu Asp Ala lie Gly Tyr Cys Leu Thr 
675 680 685 

Phe Glu His Arg Glu Arg Met Phe Asn Arg Leu Gin Gly Thr Cys Phe 
690 695 700 

Lys Gly Leu Asn Val Leu Lys Gin Cys 



<210> 3 

<211> 5468 

<212> DNA 

<213> Mus musculus 

<400> 3 

cggtcctccg tctcgccctg cagcttccgg gtgtgcggct gcggccattt tgagcttcgc 60 

ttctttgcgc cctcgcctgc cacccagcca ccctttccgc cttggcgttt cgcgcctccg 120 

tgcgggccac cggaaacgcc gccgtcgtct ccgtcgccgc cgcgcgaggg agggtcttct 180 

ctatggtgga gcgatctcac acggcctagg acgtctcctt ccctagccgg gatggaccta 240 

accgcggtcg ccaccgcttg cgcgggcctc tgggccgtcc ggtgcagcac tcgttgcgga 300 

agccgccgct ctctgggcct cctctgccgg cgcgggaatc ggactgcagt acccactccg 360 

tggctgggca aggcggagac tgtgtagacc tcggatccag cctgcgctga cgccgctgag 420 

ctctgtcctc ctcctgtctg agaagccgcc aaggaaagga gatggagaca ggaacgcaca 480 

gggcccggaa gcggcctggc cctcggctgg gctcctggtt ccggctgccc ttccttcggc 540 

gatcgcacgc ctgctcttcg gagttcccgc cgccttcctc tcgacaaaat cccgggaact 600 

ccgctctgcc cgagcgtcgg accaggtact ggaccaaatt gctttctcag ctccttgccc 660 

tgctccctag cctattccag aagctgctgc tttggagcca gctttccggg ggcctgattc 720 

ctaccagatg gctagatttt gccgcaagtt acagcgccct gagagcttcg agaggacggg 780 



aggaatctga 


cgctcccacg 


gtgcagaagt 


ctctgagtta 


cactgcggct 


ggactcttcg 


840 


cgaagactcg 


cgtcgtcagt 


actcttgcat 


tggctagagg 


agggactcca 


gtggcagtgc 


900 


tcgtcctcag 


actggaagtt 


aaactcaagg 


cccaggaaag 


agctttagac 


tctgcagcgc 


960 


ccactttcct 


cctggagcag 


cagctgtggg 


gagtggagtt 


gctgcccagt 


agccttcaag 


1020 


ctggtctagt 


ctcccaccga 


gaacttgact 


cttcatcctc 


tgggcctctg 


agcgttcaga 


1080 


gcttaggtaa 


tttcaaggta 


gtttcctatc 


tcctgaaccc 


ttcctacctg 


gactaccttc 


1140 


cccagttagg 


gctgcgctgt 


cagagcagcg 


ctggaggtgg 


ccagtttgtg 


ggtttccgaa 


1200 


cactaacccc 


agagagctgc 


tatctttctg 


aagatggttg 


tcaccctcag 


ccgttgcggg 


1260 


cagagatgtc 


ggcaaccgcc 


tggagaaggt 


gtccgcctct 


ctctacagaa 


ggcctgccgg 


1320 


aaatccacca 


ccttcgtatg 


aaacggctag 


aattcctcca 


ggctaacaaa 


gggcaagagt 


1380 


tacccacccc 


tgaccaagat 


aatggctatc 


atagcctgga 


ggaggaacat 


aaccttctcc 


1440 


ggatggaccc 


acaacattgc 


acagataacc 


cagcacaggc 


ggtgtcccct 


gctgcagaca 


1500 


ggccggagcc 


cactgagaaa 


aaaccagaat 


tggtgattca 


agaagtttca 


cagagccccc 


1560 


agggaagcag 


tctgttttgt 


gaattacccg 


tggaaaaaga 


atgtgaagag 


gaccacacta 


1620 


atgcaactga 


cctctcagat 


agaggagaga 


gccttcctgt 


ttctaccaga 


ccagtttgta 


1680 


gcaacaaact 


gatagattat 


attttgggag 


gcgcccccag 


tgacttggaa 


gccagctctg 


1740 


attctgaaag 


tgaggattgg 


ggcgaggaac 


ctgaggacga 


tggctttgat 


agcgatggct 


1800 


ccctgtctga 


atcagacgtg 


gaacaggact 


cggaaggcct 


tcacctttgg 


aactctttcc 


1860 


acagtgtaga 


tccttacaaa 


ccccaaaact 


ttacagccac 


gattcagacg 


gctgccagaa 


1920 


ttgcccccag 


agacccatca 


gattcaggga 


catcctggtc 


tggcagctgt 


ggtgtaggga 


1980 


gctgtcagga 


gggacccctt 


ccggagaccc 


ccgaccatag 


ttccggggag 


gaagatgact 


2040 


gggaaccgag 


tgcagatgaa 


gcagagaatc 


ttaaattgtg 


gaactctttc 


tgtcattctg 


2100 


aggaccccta 


caacctttta 


aattttaagg 


ctccttttca 


accgtcaggg 


aagaattgga 


2160 


aaggccgtca 


ggactcaaag 


gcctcttctg 


aggtcacagt 


ggccttctct 


ggccatcata 


2220 


ccttactttc 


ttgtaaggcc 


cagctgttag 


agagccaaga 


agataattgt 


ccaggctgtg 


2280 


ggctgggtga 


ggctcttgct 


ggagaaagat 


acacccatat 


caagagaaaa 


aaggtaacct 


2340 


tcctggaaga 


agttactgag 


tattatataa 


gtggtgatga 


ggatcgcaaa 


ggaccatggg 


2400 


aagaatttgc 


aagggatgga 


tgcaggttcc 


agaaacgaat 


tcaagaaaca 


gaagttgcca 


2460 



l Lyyi-ua^Ly 


c t~ f nnrrf t~ t~ 
LuuyyLLLLL 


parr pa ranan 


aaaaaafot"f 
aaaaciGi Ly u 


t 3 S t Pi Ofi P t" O 
ivCivi ayau i.y 


a ooa t~ poa at" 

3j LLyay l 


2520 


paa a npa p t~ t* 
Laaay y aL l l 


du Ly u LyuaL 


appa a t~ ot* t~ a 
ayLda ty L La 


anaant"na a p 
ay a ay LyaaL 


anppfflpaap 
ay ll Ly l aaL 


p ppt~ ppp pap 

L L y LyLLLdL 


2580 


t-r^^t■rt•r^ t" 


apt" t* nanant" 
dL L Lydy dy L 


h t ppptt aaa 

L LLLL L Lddd 


aapaaapapt - 
ddLdddLdL l 


pppaopt* at" p 
yy Lay l Ly ll 


p t" t" pp a p a t~ p 
ll LyyaLdLy 






aapaapt-t*nt- 


a t~ pt~ anaoa t* 
olll ay ay a l 


y Lay l l l y a l 


tat tt ttaaa 

l a l l l l l y y y 


t-aafatahpt" 
l a a l y Ly lll 


2700 


lcil l. uQuL 


aL Laa l l. l l y 


a l a a uyaaya 


at"Pi~pt"t"a1"P 

a LLLLL. L a L L. 


t"at"aat-pPt~P 
Ly LaaLLLLL 


t-pftt-t-ppta 

LLLLL L L L L a 


2760 


t - 1 - 1* sat" t" aaa 

l— ^ ~j L 3 


y *-y yy l l l l 


atPttf t taa 


ydyyy LL.LL.a 


\m- j »w CA. \* \JL C^L V«* Vm. 


pfat - 1" tocscc 

^*wy L- i.yy 


2820 


t" p not" pt* at" ci 
Layy l l toty 


t-at~at"aaapp 
uaty l ay aou 


annt" t* noppt - 
ay y LLyyLLL 


t" aa a at - 1~ aat - 
Ly aay i_ Lyy l 


a t - 1" t" ppt" t*nr 

aLLLLLLLyL 


pt~pt*at"t"t"pp 

LLLLyLLLLL 


2880 


t* of* pppa ppa 

y y^' ^' 


t* apppaapt" a 
uyLL-^ayu l y 


naapifnt f" t* t" 
y aay Ly llil 


faaafat*ppt 

luuClLuLLLL 


pt" apt - 1 - a ppt" 

LLyLL LdLLL 


yyyy L-y^y^y 


9940 

_? *I W 


tt-t-aat-t-t-t-a 

L L L a a LLL Ly 


paptttpasa 


a pot" i~ t* pt - 1* p 

aLy LLLLILL 


t* op a npfp a arr 
Lyy ay y Lay y 


PPPt- ppt" pt"o 

yy^LyyLL Ly 


at - M"apaf ar 
y l l l aL a l a l 


3000 


apppt" t~ p a po 
ctyyv^ l l Lay y 


PPanpt" a POO 

LLayu uay y y 


pt*at"nh not n 
LLauy uyy Ly 


aoappi~ apt* p 
ayaLL Lay ll 


t" t~ a a a pp a p a 
l Lay ayyaLa 


aapaaaapaa 
aaL ay aaL a a 


3060 


ddcdy tLayy 


t~ t* aphnf" rrrra 

L Lau Ly Lyya 


aaptna nnpa 

ddc Lydyy cd 


ppa rrpa •/- a ptp 

y y <*y y « c*y y 


a a pp fppa pp 
aay y l l l ay y 


fat" pppfpna 
LdLyLLLyya 




aL l Lay Ly aa 


p1~ ptnaapt p 
lll LyadL ll. 


a ^ pop nanpa 

yy y 


t" ppppa nf t* t" 

Lyyyyciy lll 


appaapappt - 
ayLddydLL l 


t"t~t~t"apapt*p 

L L L L a L a L LL 


1 1 ft 0 


Pi n3 a t" nna a a 


a nna anp t" pp 
ayyaay l uyy 


ftpa f af aofpi - 
yyataLciyL c 


prrot aapaaa 
Lyy Lay Lay a 


yyLLLL LyLL 


t"apat*at~apa 

l a l a Ly Ly l a 


3240 


a ppf- p P t" ppp 

ay yLLLLyyy 


t* f" p pr; t~ pp pp 
l ay LLLLU 


anf" a ptnpa a 
ay LaL LyLda 


a t" a p/a a a pa a 
a Lay aaay aa 


aaaaLa l Ly l 


p t* t* aaa haap 
l l LyyaLaaL 


3300 


(■ a)- 32 /*fo t - 4- t~ 
CdLddyy L LL 


a anppl" Paha 
ddyL.CUL.dUd 


pf h pap/h t* pt~ a 
y LCdy L LCLd 


aphpaaahha 
dC LCddd L Ld 


t"ppat~ppat* t" 
Ly Ld Ly Ld L L 


ptant t~ p t" t-pt" 
y ay l ll l Ly l 






LLj L LCLdddd 


h h a ah ptpp;p t~ 

l Ldd cyyy c c 


t- 1" a t- nnnf t- h 

l LdLyyy lll 


t-pt" *c t h hot - a 
LyLLLLLyLd 


fat" ttttafn 

LyLLLLLdLy 


J *± ^ L* 


t-pt-af-fat-at- 


hhhna rrrr t~ a o 
l l tyoyy l ay 


yyyaLLyayy 


p a nnn J- p t~ pa 
uayyy llllb 


LLyLyyLLL l 


pjanpf pa t~aa 
y ay l l La Lyy 


3480 


pa of- t" 1~ Irrt* 
l ay LLiti/^i 


nr t~ t~ p a a p t~ o 
ywLLuaauuy 


ap;t*Pit"t"1"'l" nn 
ay Ly l l l Lyy 


L L Ly L L Ly Ly 


t-t-fpt-pt-t-t f 

L L Ly Ly L L L L 


1 1 tartt tra 

LL L a L L L L L a 


3540 


t" ana t~ t" t~ na p 
Lay a l LLy«L. 


l Laai,yaayy 


naaaaappfn 

LuaaadLLLy 


l La ll aaLL, l 


aaa aaa pat~ Y 

aaaayaLaL l 


aa t"at"at-pap 
y y y LLaL 


3600 


t - t~ parrt* pot* o 
L Luay uyy cy 


ydLLLLLLLL 


Pl-Pf h h t- ft t 

CLCLLLLLLL 


LLLLLLLLLd 


pa ppt - oappa 
y ay l Ly ay y a 


LLactaLLLay 


J v D L* 


yycccLycaC 


L Ly CLdyy Cd 


annnnh p+" ap 

dycgccccdc 


papt-p/aopt" a 

cdccydyccd 


aat~ppppaaa 
ddLCCCCddd 


LLaLLLCCLL 


J / Z.KJ 


^PPf" 1- f- f- -r-, 4- f 


U LUCUdddyd 


pat - pip h pi" t* a 

Cduyy ccccd 


4- a*- apt* p t~ ap 
L d L dy LCL dy 


ppt" nn ppt - t" a 
LjCLyyCCLLd 


aapt 1 pattap 
ddL L Ld L LdL 




t~ t~ a P P P a 2 n/~1 

l LaytLddyy 


a t~ nn p t" t- t" P a 
dLyyCLLLyd 


day d LCL LCL 


t - pt - pphpt f p 
LyLLLLLLLy 


t" t - t* PPP t - t - PP 
L L Lyyc L Ly L 


a p a t - pp patn 
dLdLyyLaLy 


J o *± w 


LyuLdL ctta L 


ppanat-t-t-t-t" 
l l ay d L L L L L 


rt*pf*nt* at"Pt~ 

LLLLyLdLLL 


ay y ll l l l l l 


a aaa t~ a t~ t* t" p 
d dy a l a l l l l 


pa anna pfnp 
l a dy y a l l y l 


3900 


LLataaaLtt 


aCay Ly Cay L 


apt - t~t~pt~ t~p;a 
dCL LLC LLyd 


p t~ nnn a a a pp 

c cyyydddy c 


nnnn t - t" ppt- p 

yyyy^^yy'-y 


t~ nn t~ htt*paa 

LyLLLLLLda 




aggcacacac 


cattatgccc 


agctggtctg 


ccaaacttaa 


catatttggt 


ttctgtgcaa 


4020 


actgtccatt 


tggaaggttt 


ctgtgtgttg 


tagtttcagt 


tgaatgtggc 


tctctgtagc 


4080 


tttcaagaat 


gggtagaaat 


cataaagcac 


tcttaagtaa 


tcattgcatt 


gtagacattt 


4140 


ttttttttta 


actagggggt 


atttgggaga 


catgtcagat 


attcactttt 


gttttatgtg 


4200 



tcttaaaacc 


agtgttactt 


acaccctgcc 


gagacactgt 


aaacttggat 


ggtgcagttc 


aaggtcaata 


tccaggtttg 


ttgtgttcta 


gcagatagag 


cagccagaaa 


gtgctagtgt 


tggatcaggt 


gtgcttggtt 


tgttcagtta 


gtgttaccag 


ttctttagtg 


gttacatgca 


gatgagcttt 


ccagacctgg 


cagggtaaac 


ccgtttgatg 


tgatctaagg 


tctgcctcag 


agtaagagtg 


cacgaccaga 


aacgttggtc 


tttatgcacc 


tgcctttagt 


gaactccaga 


ggaatgggct 


agtttagaag 


ctatgtttgg 


gctgtgacag 


tgtgtagaca 


tttcttttaa 


cagatgatta 


ggtttttgtt 


tctgagaccc 


ttacaccttc 


actatcaaat 


gagtaaatga 


caagaacaga 


aggatctttg 


actgaaggag 


gaaagaacac 


ctccaaggca 


ggcaggcagg 


acattcaagt 


cttgcagtgg 


tgctttagat 


ggggccacac 


ttctgagggc 


tgaaatgtgg 


gtcaaatttt 


attttttata 


atttaagaaa 


cttttcagct 


cagtcatttt 


acgtgtaacg 


atataattat 


taactaatct 


gtaaattgta 


aaaaaaaa 






<210> 4 
<211> 698 
<212> PRT 
<213> Mus 


musculus 





<400> 4 



tcagcactgg cacttttcaa 
tgggttttca tgtgtaaaat 
ccttatgtag agagaagcaa 
cccccccaaa gcgtgcttct 
gcgtcacctg ttgtgcatgg 
caaaagagag gacctctgag 
tacctcagtt tataatctcc 
tggtgatgat gttcatccac 
ttatttttga gaacccccat 
gtgcattaaa gagtctggtt 
aaagcaggca agttgacttt 
accggactgc agcttaacaa 
agcacctgta tatttaaaaa 
ctcatgcctg cagacatgtc 
aaaaactgtc attgtcatcc 
caggcaggca tggtggttct 
ctgtgtagca tgtgaggctc 
caacccttta tctaacttga 
gagttgggga atgacatttt 
tggagatttg atagctcaga 
ataaatatat ttgcaattat 



acctgtcttg 4260 

gtcaactaca 4320 

agcagaaagg 4380 

agatagtgtg 4440 

ttgaggtaat 4500 

tcgggtgtgg 4560 

ctggttattt 4620 

acacaaggtt 4680 

ttctgtgtat 4740 

tagtgccgtg 4800 

aggaagaaaa 4860 

cacttgattt 4920 

ttgttccaga 4980 

ctgatggtgg 5040 

cagcccccag 5100 

agttgaatac 5160 

tgtacaggtg 5220 

aatcaaaacc 5280 

ttgagttggc 5340 

ttatatttgt 5400 

taaaaaaaaa 5460 
5468 



Met Glu Thr Gly Thr His Arg Ala Arg Lys Arg Pro Gly Pro Arg Leu 
1 5 10 15 



Gly Ser Trp Phe Arg Leu Pro Phe Leu Arg Arg Ser His Ala Cys Ser 
20 25 30 



Ser Glu Phe Pro Pro Pro Ser Ser Arg Gin Asn Pro Gly Asn Ser Ala 
35 40 45 



Leu Pro Glu Arg Arg Thr Arg Tyr Trp Thr Lys Leu Leu Ser Gin Leu 
50 55 60 



Leu Ala Leu Leu Pro Ser Leu Phe Gin Lys Leu Leu Leu Trp Ser Gin 
65 70 75 80 



Leu Ser Gly Gly Leu lie Pro Thr Arg Trp Leu Asp Phe Ala Ala Ser 
85 90 95 



Tyr Ser Ala Leu Arg Ala Ser Arg Gly Arg Glu Glu Ser Asp Ala Pro 
100 105 110 



Thr Val Gin Lys Ser Leu Ser Tyr Thr Ala Ala Gly Leu Phe Ala Lys 
115 120 125 



Thr Arg Val Val Ser Thr Leu Ala Leu Ala Arg Gly Gly Thr Pro Val 
130 135 140 



Ala Val Leu Val Leu Arg Leu Glu Val Lys Leu Lys Ala Gin Glu Arg 
145 150 155 160 



Ala Leu Asp Ser Ala Ala Pro Thr Phe Leu Leu Glu Gin Gin Leu Trp 
165 170 175 



Gly Val Glu Leu Leu Pro Ser Ser Leu Gin Ala Gly Leu Val Ser His 
180 185 190 



Arg Glu Leu Asp Ser Ser Ser Ser Gly Pro Leu Ser Val Gin Ser Leu 
195 200 205 



Gly Asn Phe Lys Val Val Ser Tyr Leu Leu Asn Pro Ser Tyr Leu Asp 
210 215 220 



Tyr Leu Pro Gin Leu Gly Leu Arg Cys Gin Ser Ser Ala Gly Gly Gly 
225 230 235 240 



Gin Phe Val Gly Phe Arg Thr Leu Thr Pro Glu Ser Cys Tyr Leu Ser 



245 



250 



255 



Glu Asp Gly Cys His Pro Gin Pro Leu Arg Ala Glu Met Ser Ala Thr 
260 265 270 



Ala Trp Arg Arg Cys Pro Pro Leu Ser Thr Glu Gly Leu Pro Glu lie 
275 280 285 



His His Arg Arg Met Arg Trp Leu Val Phe Leu Gin Pro Asn Gin Gly 
290 295 300 



Gin Asp Leu Pro Thr Leu Asp Gin Asp Asn Gly Tyr His Ser Leu Glu 
305 310 315 320 



Glu Glu His Asn Leu Leu Arg Met Asp Pro Gin His Cys Thr Asp Asn 
325 330 335 



Pro Ala Gin Ala Val Ser Pro Ala Ala Asp Arg Pro Glu Pro Thr Glu 
340 345 350 



Lys Lys Pro Glu Leu Val He Gin Glu Val Ser Gin Ser Pro Gin Gly 
355 360 365 



Ser Ser Leu Phe Cys Glu Leu Pro Val Glu Lys Glu Cys Glu Glu Asp 
370 375 380 



His Thr Asn Ala Thr Asp Leu Ser Asp Arg Gly Glu Ser Leu Pro Val 
385 390 395 400 



Ser Thr Arg Pro Val Cys Ser Asn Lys Leu He Asp Tyr He Leu Gly 
405 410 415 



Gly Ala Pro Ser Asp Leu Glu Ala Ser Ser Asp Ser Glu Ser Glu Asp 
420 425 430 



Trp Gly Glu Glu Pro Glu Asp Asp Gly Phe Asp Ser Asp Gly Ser Leu 
435 440 445 



Ser Glu Ser Asp Val Glu Gin Asp Ser Glu Gly Leu His Leu Trp Asn 
450 455 460 



Ser Phe His Ser Val Asp Pro Tyr Lys Pro Gin Asn Phe Thr Ala Thr 
465 470 475 480 



He Gin Thr Ala Ala Arg He Ala Pro Arg Asp Pro Ser Asp Ser Gly 
485 490 495 

Thr Ser Trp Ser Gly Ser Cys Gly Val Gly Ser Cys Gin Glu Gly Pro 
500 505 510 



Leu Pro Glu Thr Pro Asp His Ser Ser Gly Glu Glu Asp Asp Trp Glu 
515 520 525 



Pro Ser Ala Asp Glu Ala Glu Asn Leu Lys Leu Trp Asn Ser Phe Cys 
530 535 540 

His Ser Glu Asp Pro Tyr Asn Leu Leu Asn Phe Lys Ala Pro Phe Gin 
545 550 555 560 

Pro Ser Gly Lys Asn Trp Lys Gly Arg Gin Asp Ser Lys Ala Ser Ser 
565 570 575 



Glu Val Thr Val Ala Phe Ser Gly His His Thr Leu Leu Ser Cys Lys 
580 585 590 

Ala Gin Leu Leu Glu Ser Gin Glu Asp Asn Cys Pro Gly Cys Gly Leu 
595 600 605 

Gly Glu Ala Leu Ala Gly Glu Arg Tyr Thr His lie Lys Arg Lys Lys 
610 615 620 

Val Thr Phe Leu Glu Glu Val Thr Glu Tyr Tyr lie Ser Gly Asp Glu 
625 630 635 640 

Asp Arg Lys Gly Pro Trp Glu Glu Phe Ala Arg Asp Gly Cys Arg Phe 
645 650 655 

Gin Lys Arg lie Gin Glu Thr Glu Val Ala lie Gly Tyr Cys Leu Ala 
660 665 670 

Phe Glu His Arg Glu Lys Met Phe Asn Arg Leu Arg lie Glu Ser Lys 
675 680 685 



Asp Leu Leu Leu Tyr Ser Asn Val Lys Lys 
690 695 



<210> 5 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 5 

gatccatgga tggatggcca g 



<210> 6 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 6 

gcatgctttg catacttctg cctg 



<210> 7 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer G34L.Hind5S 

<400> 7 

tgcccaagct tcggcgatcg cacgcctgct 



<210> 8 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer G34L.Xho6AS 

<400> 8 

gaaactctcg agtaagagac agagtgggca 



<210> 9 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide 



<400> 9 

gggauggaug cagguuccat t 



<210> 10 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<2 2 3 > ol igonucleot ide 

<400> 10 

uggaaccugc auccauccct t 



